In the crystal structure of the title co-crystal, C 4 H 5 N 3 Á-C 12 H 14 O 2 , the components are linked by N-HÁ Á ÁO and O-HÁ Á ÁN hydrogen bonds. Self-assembly of these dimeric units results in a four-component supramolecular unit featuring a homosynthon between two molecules of the pyrimidin-2-amine involving two N-HÁ Á ÁO hydrogen bonds, and two heterosynthons between each one molecule of pyrimidin-2-amine and 1-phenylcyclopentane-1-carboxylic acid involving N-HÁ Á ÁO and O-HÁ Á ÁN hydrogen bonds.
Related literature
For the structure of pyrimidin-2-amine, see: Scheinbeim & Schempp (1976) and for the structure of 1-phenylcyclopentane-1-carboxylic acid, see: Margulis (1975) . For molecular co-crystals of pyrimidin-2-amine, see: Serafin & Wheeler (2007) ; Shan et al. (2002) ; Goswami et al. (1999a Goswami et al. ( ,b, 2000 ; Chinnakali et al. (1999) ; Lynch et al. (1997) . For a salt of 2-aminopyridine and 1-phenyl-1-cyclopropanecarboxylic acid, see: He et al. (2010) . For a recent screening study for co-crystal and salt formation using pulse-gradient spin-echo nuclear magnetic resonance, see: He et al. (2009 Table 1 Hydrogen-bond geometry (Å , ).
Symmetry code: (i) Àx þ 1; Ày þ 1; Àz þ 1.
Data collection: CrystalClear (Rigaku, 2007); cell refinement: CrystalClear; data reduction: CrystalClear; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: X-SEED (Barbour, 2001) ; software used to prepare material for publication: SHELXL97.
Pyrimidin-2-amine-1-phenylcyclopentane-1-carboxylic acid (1/1) G. He, S. Aitipamula, P. S. Chow and R. B. H. Tan Comment An analysis of the crystal structure of pyrimidin-2-amine reveals that it forms a homosynthon (I) involving two N-H···N hydrogen bonds (Scheinbeim and Schempp, 1976) . However, when it is cocrystallized with the molecules possessing at least one carboxylic acid group in the structure, it forms a pyrimidin-2-amine-carboxylic acid supramolecular heterosynthon (II) (Fig. 1) involving two hydrogen bonds, namely N-H···O and O-H···N. These strong hydrogen bonds are preferred over potential alternative arrangements and play a significant role in structure-directing (Shan et al., 2002) . We have chosen pyrimidin-2-amine and 1-phenylcyclopentane-1-carboxylic acid for cocrystallization experiment as an extension work to our previous study on screening for molecular cocrystals and salts (He et al., 2009 ).
The crystal structure of the title cocrystal contains one molecule of pyrimidin-2-amine and one molecule of 1-phenylcyclopentane-1-carboxylic acid in the crystallographic asymmetric unit ( Transform Infrared (FT-IR) experiments were performed using Bio-Rad spectrometer (FTS3000MX) to confirm whether the resulting molecular complex is a cocrystal or a salt.
Refinement
H atoms bonded to N and O atoms were located in a difference map and allowed to ride on their parent atoms in the refinement cycles.The O2-H6 bond distance which was found to be long in the normal refinement cycles was fixed using DFIX command in SHELX. Other H atoms were positioned geometrically and refined using a riding model.
supplementary materials sup-2 Figures   Fig. 1 . pyrimidin-2-amine-pyrimidin-2-amine supramolecular homosynthon (I) and pyrimidin-2-amine-carboxylic acid supramolecular heterosynthon (II). Fig. 2 . The molecular structures of pyrimidin-2-amine and 1-phenyl-1-cyclopropentanecarboxylic acid, with atom labels and 50% probability displacement ellipsoids for non-H atoms. Fig. 3 . F T-IR spectra for pyrimidin-2-amine, 1-phenylcyclopentane-1-carboxylic acid and the 1/1 cocrystal of them, respectively. 
